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motifs. Journal of Computational Biology 2008, 15:1-20 .

1Les étudiants et post-docs que j’ai encadrés apparaissent en orange

1



- Daudin J.-J., Picard F., Robin S., A mixture model for random graphs. Statistics and computing
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- Picard F., Robin S., Lebarbier E., Daudin J-J., A segmentation/clustering model for the analysis
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to appear in the Annals of Human Genetics 2006, 71(Pt 2):262-70
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cberg S, Basdevant A, Clement K, Vaisse C.,Melanocortin 4 receptor mutations in a large cohort of
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of association with binge eating. J Clin Endocrinol Metab. 2006 May;91(5):1811-8.
- Govaerts C., Srinivasan S., Shapiro A., Zhang S., Picard F., Clement K., Lubrano-Berthelier C.,
Vaisse C., Obesity-associated mutations in the melanocortin 4 receptor provide novel insights into its
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- Srinivasan S., Lubrano-Berthelier C., Govaerts C., Picard F., Santiago P., Conklin BR., Vaisse C.,
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- Lubrano-Berthelier C., Cavazos M., Dubern B., Shapiro A., Stunff CL., Zhang S., Picard F.,
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associated MC4R mutations. Ann N Y Acad Sci. 2003 Jun;994:49-57.
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Conférences Invitées (14)

- Adaptive Lasso and group-Lasso for functional Poisson regression, 8th International Conference of
the ERCIM WG on Computational and Methodological Statistics, Londres, Décembre 2015
- Introduction to the statistical analysis of omics data in high dimension, LyonSysBio, Lyon, Novembre
2015
- A.-L.Valton, F. Picard, P. Alberti, C. Saintomé, J.-F. Riou, and M.-N. Prioleau, G4 motifs are
necessary but not sufficient for replication initiation in vertebrates, Eukaryotic DNA replication &
Genome maintenance, Cold Spring Harbor, Septembre 2015

- Adaptive Generalized Fused-Lasso: Asymptotic Properties and Applications, 59th World Statistics
Congres, Hong-Kong, Aout 2013.
- Fast and parallel Algorithm for Population-Based Segmentation of Copy-Number Profiles, CIBB
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Juin 2012
- Wavelet-based clustering for mixed-effects functional models, (oratrice: M. Giacofci), 1st Conference
of the International Society for NonParametric Statistics, Chalkidiki, Grèce, Juin 2012
- Using scan statistics for peak detection in NGS data, 3rd Bioinformatics Workshop Canceropôles
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Conference, Florianopolis, Brazil, December 2010
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Practice, Dublin, Ireland, June 2009
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données de microarrays CGH, Conference on Applied Stochastic Models and Data Analysis, Crete
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- Lebarbier E., Thiam B., Robin S., Picard F. A mixed linear model with breakpoints for the analysis
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of multiple CGH arrays, Congrès de la Société Française de Statistique et de la Société Canadienne
de Statistique, Ottawa, Canada May. 2008.
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société francaise de statistique, Pau, France, Feb. 2005.
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- Picard F. A statistical approach for CGH microarray data analysis, International Conference on
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Pays-Bas, 2013.
- A. Muyle, F. Picard, G. Marais, SEX-DETector : A model-based method for detecting sex chromo-
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Jul. 2006.
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